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.. 1 

Li 


<210> 
<211> 
<212> 
<213> 


1 

1754 
DNA 

Rattus norvegicus 










til 
m 


<400> 1 
cccccggggg 


aggtgcgaga 


gggctggaaa 


ggacaggtcc 


gggcagcgat 


cgggggttgg 


60 




catcagttcg 


ctcacccttc 


gagaggcaga 


tcgctcttgt 


ccgcaatctt 


cgctgaccgc 


120 




gctagctgcg 


gcttctgtgc 


tccttcgccg 


aacctcatca 


accagcgtcc 


tggcgtctga 


180 


as s 

l y 


cctcgccatg 


cctagccttt 


gggatcgttt 


ctcgtcctcc 


tcttcctctt 


cgtcctcgtc 


240 




ccgaactccg 


gccgctgatc 


ggccgccgcg 


ctccgcctgg 


gggtctgcgg 


ccagagaaga 


300 




gggccttgac 


cgctgcgcga 


gcctggagag 


ctcggactgc 


gagtccctgg 


acagcagcaa 


360 




cagtggcttt 


gggccggagg 


aagactcctc 


atacctggat 


ggggtgtctc 


tgcctgactt 


420 




tgagctgctc 


agtgaccccg 


aggatgagca 


cctgtgtgcc 


aacctgatgc 


agctgctgca 


480 




ggagagcctg 


tcccaggcgc 


gattgggctc 


gcggcgccct 


gcgcgcctgc 


tgatgccgag 


540 




ccagctgttg 


agccaggtgg 


gcaaggaact 


cctgcgcctg 


gcgtacagcg 


agccgtgcgg 


600 




cctgcggggg 


gcactgctgg 


acgtctgtgt 


ggagcaaggc 


aagagctgcc 


atagtgtggc 


660 




tcagctggct 


ctggacccca 


gtctagtgcc 


cacctttcag 


ttgaccctgg 


tgctgcgtct 


720 




ggactctcgc 


ctctggccca 


agatccaggg 


cctgttgagt 


tctgccaact 


cttccttggt 


780 




ccctggttac 


agccagtccc 


tgacgctgag 


caccggcttc 


agagtcatca 


aaaagaaact 


840 




ctacagctcc 


gagcagctgc 


tcattgaaga 


gtgttgaact 


tcgtcctgga 


ggggggccgc 


900 



1 



actgcccccc 


aaagtggaga 


caaggaattt 


ctgtggtgga 


gacccgcagg 


caaggactga 


960 


aggactgtcc 


cctgtgttag 


aaaactgaca 


atagccaccg 


gaggggcgca 


gggccaggtg 


1020 


ggagaaggaa 


gtgttgtcca 


ggaagtctct 


aggttgtgtg 


caggtggccc 


cctgttgggg 


1080 


cacatgcccc 


tcagtactgt 


agcatgaaac 


aaaggcttcg 


gagccacaca 


ggcttctggc 


1140 


tggatgtgta 


tgtagcatgt 


atcttattaa 


tttttgtatt 


actgacaagt 


tacaacagca 


1200 


qttqtqqqcc 

:2 z) z) z} 


agagtcagaa 


gggcagctgg 


tctgcactgg 


cctctgcccg 


ggctgtgtgc 


1260 


\iaqqqqqa.qn 


cggggggagg 

ZJ ZJ Zj ZJ ZJ -J -J 


tctccgacag 


tttgtcgaca 


gatctcatgg 


tctgaaagga 


1320 


ccgagcttgt 


tcgtcgtttg 


gtttgtatct 


tgttttgggg 


gtggggtggg 


gggatcggag 


1380 


cttcactact 


gacctgttcg 


aggcagctat 


cttacagact 


gcatgaatgt 


aagaatagga 


1440 


agggggtggg 


tgttaggatc 


atttgggatc 


ttcaacactt 


gaaacaaaat 


aacaccaggg 


1500 


agctgcatcc 


cagcccatcc 


cggtgccggt 


gtactggagg 


agtgaactgt 


gaggggatgg 


15 60 


ggctgagggg 


ggtggggggc 


tggaaccctc 


tcccccagag 


gagcgccacc 


tgggtcttcc 


1620 


atctagaact 


gtttacatga 


agatactcac 


ggttcatgaa 


tacacttgat 


gttcaagtac 


1680 


taagacctat 


gcaatatttt 


tacttttcta 


ataaacatgt 


ttgttaaaac 


aaaaaaaaaa 


1740 


aaaaaaaaaa 


aaaa 










1754 



<210> 2 

<211> 1782 

<212> DNA 

<213> Homo sapiens 

<400> 2 

tttggccctc gaggccaaga attcggcacg agggggggag gtgcgagcgt ggacctggga 60 
cgggtctggg cggctctcgg tggttggcac gggttcgcac acccattcaa gcggcaggac 120 
gcacttgtct tagcagttct cgctgaccgc gctagctgcg gcttctacgc tccggcactc 
tgagttcatc agcaaacgcc ctggcgtctg tcctcaccat gcctagcctt tgggaccgct 
tctcgtcgtc gtccacctcc tcttcgccct cgtccttgcc ccgaactccc accccagatc 
ggccgccgcg ctcagcctgg gggtcggcga, cccgggagga ggggtttgac cgctccacga 



aagacacggc ttacctggat ggggtgtcgt tgcccgactt cgagctgctc agtgaccctg 
aggatgaaca cttgtgtgcc aacctgatgc agctgctgca ggagagcctg gcccaggcgc 
ggctgggctc tcgacgccct gcgcgcctgc tgatgcctag ccagttggta agccaggtgg 
gcaaagaact actgcgcctg gcctacagcg agccgtgcgg cctgcggggg gcgctgctgg 



180 

240 
300 
360 



gcctggagag ctcggactgc gagtccctgg acagcagcaa cagtggcttc gggccggagg 420 



480 
540 
600 
660 



2 



fll 



acgtctgcgt ggagcagggc aagagctgcc acagcgtggg ccagctggca ctcgacccca 720 
gcctggtgcc caccttccag ctgaccctcg tgctgcgcct ggactcacga ctctggccca 780 
agatccaggg gctgtttagc tccgccaact ctcccttcct ccctggcttc agccagtccc 
tgacgctgag cactggcttc cgagtcatca agaagaagct gtacagctcg gaacagctgc 
tcattgagga gtgttgaact tcaacctgag ggggccgaca gtgccctcca agacagagac 



aaaactgagg cagccaccta aggtggaggt gggggaatag tgtttcccag gaagctcatt 



cttttcccaa gactacaaaa gctccttgaa agtgactact ttagatacta caaggtaaac 
ttgaggaagc catgtccttt ctggaatgac atcaaccaat gtggaagaag agactgtgct 



840 
900 
960 



gactgaactt ttggggtgga gactagaggc aggagctgag ggactgattc ctgtggttgg 1020 



1080 



gagttgtgtg cgggtggctg tgcattgggg acacataccc ctcagtactg tagcatgaaa 1140 

caaaggctta ggggccaaca aggcttccag ctggatgtgt gtgtagcatg taccttatta 1200 

tttttgttac tgacagttaa cagtggtgtg acatccagag agcagctggg ctgctcccgc 1260 

cccagcccgg cccagggtga aggaagaggc acgtgctcct cagagcagcc ggagggaggg 1320 

gggaggtcgg aggtcgtgga ggtggtttgt gtatcttact ggtctgaagg gaccaagtgt 1380 

gtttgttgtt tgttttgtat cttgtttttc tgatcggagc atcactactg acctgttgta 1440 

ggcagctatc ttacagacgc atgaatgtaa gagtaggaag gggtgggtgt cagggatcac 1500 

ttgggatctt tgacacttga aaaattacac ctggcagctg cgtttaagcc ttcccccatc 1560 

gtgtactgca gagttgagct ggcaggggag gggctgagag ggtgggggct ggaacccctc 1620 

cccgggagga gtgccatctg ggtcttccat ctagaactgt ttacatgaag ataagatact 1680 

cactgttcat gaatacactt gatgttcaag tattaagacc tatgcaatat tttttacttt 1740 

tctaataaac atgtttgtta aaacaaaaaa aaaaaaaaaa aa 1782 

<210> 3 
<211> 1900 
<212> DNA 

<213> Rattus norvegicus 
<400> 3 

ccatccctca taggactaat tatagggttg ggggggccgc ccccccaggt tcgagtggcg 60 

atgggccgcg gctggggctt gctcgtcgga ctcttgggcg tcgtgtggct gctgcggtcg 120 

ggccagggcg aggagcagca gcaggagaca gcggcacagc ggtgtttctg tcaggttagt 18 0 

ggttacctgg atgactgtac ctgtgatgtc gagaccatcg ataagtttaa taactacaga 240 



300 
360 



3 



Q 



gtcaaaccct 


gccattctga 


tgaagtccct 


gatggaatta 


agtctgcgag 


ctacaagtat 


420 


tccaaggaag 


ccaacctcct 


tgaggagtgt 


gagcaggctg 


agcggctcgg 


agcagtggac 


4 80 


gaatctctga 


gtgaggagac 


ccagaaggct 


gttcttcagt 


ggacgaaaca 


cgatgattct 


540 


tcagacagct 


tctgtgaagt 


tgatgacata 


cagtcccccg 


atgctgagta 


tgtggattta 


600 


ctccttaacc 


ctgagcgcta 


cacaggctac 


aaggggccgg 


acgcttggag 


gatatggagt 


660 


gtcatctatg 


aagaaaactg 


ctttaagcca 


cagacaattc 


aaaggccttt 


ggcttcgggg 


720 


caaggaaaac 


ataaagagaa 


cacattttac 


agctggctag 


aaggcctctg 


tgtagaaaag 


780 


agagcattct 


acaggcttat 


atctggccta 


cacgcaagca 


tcaatgtaca 


tttgagtgca 


840 


aggtatcttt 


tacaagataa 


ttggctggaa 


aagaaatggg 


gtcataatgt 


cacagagttt 


900 


cagcagcgct 


ttgatggggt 


tttgacagaa 


ggagaaggcc 


ccaggaggct 


gaagaacctg 


960 


tactttcttt 


acctgataga 


gttaagggct 


ctctctaaag 


tgcttccgtt 


tttcgagcgc 


1020 


ccagattttc 


agctcttcac 


tggaaataaa 


gttcaggatg 


tggaaaacaa 


agagttactt 


1080 


ctggagattc 


ttcatgaagt 


caagtcattt 


cctttgcatt 


ttgatgagaa 


ttcttttttt 


1140 


gcgggggata 


aaaacgaagc 


acataagcta 


aaggaggact 


tccgcctaca 


ctttagaaac 


1200 


atctcgagga 


tcatggactg 


cgtcggctgc 


ttcaagtgcc 


gcctgtgggg 


caagcttcag 


1260 


actcagggtc 


tgggcactgc 


tctgaagatc 


ttgttttctg 


aaaaactgat 


cgcaaatatg 


1320 


cccgaaagcg 


gacccagtta 


tgaattccag 


ctaaccagac 


aagaaatagt 


gtcgttgttc 


1380 


aatgcattcg 


gaaggatttc 


cacaagtgtg 


agagaattag 


agaacttcag 


acacttgtta 


1440 


cagaatgttc 


actgaggagg 


gcggctggaa 


cctgcttgtt 


tctgcacagg 


ggagtccaga 


1500 


gggcagaatg 


tctgagcacg 


gtgattgcag 


tgaccgtcct 


gagccaaacg 


ttcatatcaa 


1560 


gctgcctttg 


tcaaaggaga 


gatacattgt 


tttaagtaaa 


tgacattttt 


aaacattgtg 


1620 


ttcatgttta 


atattattgt 


gaataaaagt 


agtattttgg 


taatgtacaa 


attttaatac 


1680 


taagcaaaag 


taaggtcatt 


aaattgccct 


atgatggggt 


tggggattta 


gctcagtggt 


1740 


agagctcttg 


cctaggaagc 


gcaaggccct 


gggttcggtc 


cccagctccg 


aaaaaaaaga 


1800 


accccccccc 


caaaaaaaat 


tgcccccata 


aaaagggtag 


gtgaatcctg 


ccccaggctc 


1860 


tccacctaaa 


tttttttttg 


aaaacttttt 


tcccccaagg 






1900 



<210> 4 

<211> 4121 

<212> DNA 

<213> Rattus norvegicus 



4 



<220> 

<221> misc_f eature 

<222> (16).. (17) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (21).. (21) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (24).. (25) 

<223> n is any nucleotide 



P 



<220> 

<221> mis c_f eature 

<222> (30).. (31) 

<223> n is any nucleotide 



i - r. 



<220> 

<221> misc_feature 

<222> (40) . . (40) 

<223> n is any nucleotide 



PS : 



<220> 

<221> mis c_f eature 

<222> (50).. (50) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (52).. (52) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (65) . . (65) 

<223> n is any nucleotide 



<220> 

<221> misc_f eature 

<222> (67) . . (67) 

<223> n is any nucleotide 



<220> 

<221> misc_feature 

<222> (75) . . (75) 

<223> n is any nucleotide 



5 



<220> 

<221> mis cofeature 

<222> (80) . . (80) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (88) . . (90) 

<223> n is any nucleotide 



<220> 

<221> mis cofeature 

<222> (94) . . (95) 

<223> n is any nucleotide 



ri 



<220> 

<221> mis cofeature 

<222> (99).. (99) 

<223> n is any nucleotide 



<220> 

<221> mis cofeature 

<222> (101) . . (101) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (106) . . (106) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (117) . . (117) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (119) . . (119) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (122) . . (122) 

<223> n is any nucleotide 



<220> 

<221> raise feature 



6 



<222> (125) . . (125) 

<223> n is any nucleotide 



<220> 

<221> misc_f eature 

<222> (128) . . (129) 

<223> n is any nucleotide 



<220> 

<221> mi sc__f eature 

<222> (133) . . (133) 

<223> n is any nucleotide 



o 



<220> 

<221> misc_feature 

<222> (138) . . (138) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (141) . . (141) 

<223> n is any nucleotide 



<220> 

<221> mi sc_f eature 

<222> (147) . . (147) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (164) . . (164) 

<223> n is any nucleotide 



<220> 

<221> misc_feature 

<222> (167) . . (167) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (1375) . . (1375) 

<223> n is any nucleotide 



<220> 

<221> mi sc_f eature 

<222> (1384) . . (1384) 

<223> n is any nucleotide 



<220> 

<221> misc_f eature 

<222> (1389) . . (1389) 

<223> n is any nucleotide 



<220> 

<221> misc_f eature 

<222> (1402) . . (1402) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (1413) . . (1413) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (1457) . . (1457) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (1472) . . (1472) 

<223> n is any nucleotide 



<220> 

<2 2 1> mi s c__f eature 

<222> (1488) . . (1488) 

<223> n is any nucleotide 



<220> 

<221> misc^feature 

<222> (1493) . . (1493) 

<223> n is any nucleotide 



<220> 

<221> mi sc_f eature 

<222> (1497) . . (1497) 

<223> n is any nucleotide 



<220> 

<221> misc_feature 

<222> (1499) . . (1499) 

<223> n is any nucleotide 



<220> 

<221> mis c_f eature 

<222> (1963) . . (1963) 

<223> n is any nucleotide 



<220> 

<221> misc_f eature 

<222> (2250) . . (2250) 

<223> n is any nucleotide 



<220> 

<221> mi sc_f eature 

<222> (2278) . . (2278) 

<223> n is any nucleotide 



<220> 

<221> misc_feature 

<222> (2282) . . (2282) 

<223> n is any nucleotide 



<22 0> 

%J <221> misc_feature 

*0 <222> (4102) . . (4102) 

H 5 <223> n is any nucleotide 

UJ 

yj <22 0> 

<221> mi sc__f eature 

JL <222> (4106) . . (4106) 

ri <223> n is any nucleotide 

i 5 5 

D 



rttttttttt 


cctttnnaaa 


nggnnaaagn 


nttccccccn 


ccttccttcn 


anttaaaaat 


60 


ttggnanccc 


aaaangcttn 


ggggggcnnn 


gggnncccnt 


nggggnttgg 


ggagttncnc 


120 


cnggngannt 


ttncaagnaa 


nttaaanatt 


ttttcaccca 


atcnccnttt 


tggggaaaag 


180 


ccttgccttc 


acctttccaa 


agccaacccg 


ttttcaaagg 


cttcaggtac 


ccccagttgg 


240 


ggagaagggg 


cctttctggc 


caacccttgc 


tggcaaacga 


tttggttcct 


gggaagatga 


300 


tgttaagcta 


attcattctg 


ccaaagccaa 


aatagtgtaa 


caagaacagc 


ctggtaccgg 


360 


cttgtttatc 


ccaaatcttc 


ttctgcaagt 


ggaccatctg 


ctagcatcaa 


tagtagcagt 


420 


gtttcagcag 


gaagctacat 


gctgttccca 


aagggatggc 


aatgcctctg 


tcaaggaaag 


480 


acccaacttc 


aaatgctgcc 


gatgggcctt 


tgcttaaagc 


ctcagtgtcc 


agccctgtga 


540 


aagcatcttc 


ttcccctgtg 


agatccgctc 


cattcatcac 


tagaaactgt 


gaggtgcaga 


600 


gtcctgagct 


acttcacaaa 


actgttagtc 


ctctgaaaac 


agaggtgttg 


aaaccatgtg 


660 


agaagccaac 


tttatcccag 


gcacttcagc 


ccaaagaggg 


agctaacaag 


gaagtttgtc 


720 


tacagtcaca 


gtccaaggac 


aaacttgcaa 


caccaggagg 


aagaggaatt 


aagcctttcc 


780 



9 



tggaacgctt tggagagcgt tgtcaagaac 
ttcatagaac cccaaatatc actccaaata 
aaaacacgtg tttcatctac taccccaatt 
aggaactggc gtgtctccgt ggccgatttg 
atgaaaagtc aagaagcaaa cagctagaaa 
cctcaagaaa caccaaattg tctcaaggca 
ctgagactcc aaccgcagtg aagatttctg 
aaatgacaaa gtccagccct ttgaaaataa 
aagtagcatc agacccggag gttgagcaga 
!!l gtgtggacga tgaggatatc aacagctcca 

k3 tagnggaang gggaactgga cngtggaaaa 

My 

M» acggaaagca gcgaggngca ggaagatgtg 

hj cccgctggct cagacggttc ggcgtggtga 

tggaattgag agactatagc ctgagtgctc 

J 8 ^ ctcgtgtccc ccgagcagaa tctggtgaca 

acagcattga tgcatatagg tctcaaagat 

O aagtgattgt tcgaaaggaa gatgttactt 

m 

ctggtcaagt taatatcaaa caaaaaatgc 
agacagtgat ctatcaggcc agccaggctc 
aaggatccct ggaagaagct gaggcagaaa 
cacttctgat tgacgaactg aataagctga 
ccgctgtcgc atcccagagt ggatttgccc 
tctgcctgcc tctgaaggca gagtttgtat 
attactacta cttaattatg ctaaaagctg 
caagtactgc aactctctta gtggtgatgn 
angatgtttc caatgacttt gaaataaatg 
attccctcag gcctgagaag aagaagaagg 
gactcctcac atctataact tcaaaaagca 
gaggtctcag tgctgtgcgc accagcaact 



acagtaaaga 


aagtccaact 


tgcagagcat 


840 


caaaagctat 


ccaggaaaga 


ttattcaagc 


900 


tagcacagca 


gctcaaacag 


gagcgtgaaa 


960 


acaagggcag 


tctctggagt 


gcagagaagg 


1020 


ccaacaggaa 


gttcactgtc 


agaactctcc 


1080 


ccccgtcgac 


ctctgtgtca 


gataaagtgg 


1140 


gtacagagcc 


tgcaggttcc 


actgaaagcg 


1200 


cattgttttt 


agaagaggag 


aagtccttaa 


1260 


agactgaagc 


agtgcatgaa 


gtagagatga 


1320 


agtcattaac 


gacatcttca 


gtganttccc 


1380 


ganccaagga 


ggagatggac 


caagtgggga 


1440 


cngaatatct 


cctcaatntc 


ttnacangnt 


1500 


atctacagaa 


tgtaatttct 


tcacctgagt 


1560 


caagtcccaa 


accaggaaaa 


ttccaaagaa 


1620 


gcctcagttc 


tgaggaccgg 


gaccttcttt 


1680 


tcaaagaaac 


agaacgccct 


tccataaagc 


1740 


caaaattgag 


tgaaaagaat 


ggtgtctttt 


1800 


aggaactcaa 


taatgacata 


aatttgcagc 


1860 


tcaactgctg 


tgttgatgaa 


gagcacggga 


1920 


ggctctttct 


gantgcaact 


gagaaaagag 


1980 


agagtgaagg 


acctcagagg 


agaaacaaga 


2040 


catgtaaagg 


gtcagtcacc 


ttgtcagaga 


2100 


gcagcaccgc 


gcaaaagcca 


gagtcatcga 


2160 


gggctgagca 


gatggtggcc 


accccattag 


2220 


ccctgacatt 


ccccaccacg 


ttaccccnga 


2280 


ttgaagttta 


cagcttggta 


caaaagaaag 


2340 


cgtccaagtt 


taaggctatt 


actccaaaga 


2400 


gccttcatgc 


ttcagttatg 


gccagtccag 


2460 


ttaccctagt 


tggatctcac 


acactctcct 


2520 
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tatcttctgt tggagacact aagtttgctt 
aaggtcacat ctgtttaaaa ataagctgtc 
tccttaccat atttgaagat gttagtggct 
tctctggcaa ctgtatctct tactggactt 
taggaaggat aaatctggcc aattgtatca 
tttgtgcaag acgcaacact ctggaattga 
gagaaactct tgtcagccat gtagagacac 
cagatactaa agaagagcgg gatctctgga 
ttcgcctctg gcagcctgat gcatgctaca 
ttctgcaccg tgagagactt tgctagctgt 
Q gatttgcagg ttgtattcta tgctttaaat 

Cl 

M tattgtgcag tatttatatc ttttctatgt 

yj 

Ul acatgtttga cagtcaaata ctaacaatat 

acattaagag tcttgtttta tagaaacctc 
ataatcaagt tctgatttgt cctttggagc 

W4 agaaacattt caggacatgt ttagtaaaga 

II I 

D gctgctcaga gctgctttcc gcagagctgt 

5 hS 

tagtctatgc tgaagggtta agagtcacac 
agtgtggggc accttctcac agtgctcagg 
tgaggatcct cattaacatg ttcagccttt 
aaaaacacat acataaggaa tttctaccaa 
gttcttgtct cgttttcctt tcatgttgat 
cactgaaaaa tatataaagc tatgcattcc 
aaaatattac aatgcatggc tgcagttttt 
gtttattgat ggtttcattt ataaaacact 
ctccatttaa atgtgggttt tcttatgtat 
aataaataat gtggaattgt cnaaancaaa 

<210> 5 
<211> 2059 



tggacaaggt 


accttttttg 


tctccgttgg 


2580 


aagtgaattc 


agctgttgag 


gaaaagggtt 


2640 


ttggtgcctg 


gcaccgaaga 


tggtgtgttc 


2700 


acccagatga 


tgagaggcga 


aagaatccca 


2760 


gtcatcagat 


agaaccagcc 


aacagagaat 


2820 


ttactgtccg 


accacaaaga 


gaagacgatc 


2880 


actctgtgtc 


acccaagaac 


tggctctctg 


2940 


tgcagaaact 


caaccaggtc 


attgttgata 


3000 


agcctgttgg 


gaagccttaa 


gccgaggagc 


3060 


gtcttcttaa 


gaagacagtt 


agaagcagca 


3120 


ataaaagggt 


atgtgcaaat 


att cactaca 


3180 


aaaacttcac 


ccagtttgtc 


ttgcattcgt 


3240 


tcatgagaat 


tgatatccat 


gctaaatata 


3300 


actagccagt 


tattcatgac 


aaaaactatt 


3360 


tgtgggtttg 


aaggtattaa 


ggtctcaaac 


3420 


gatgagaaaa 


ggcagcaaac 


actagtttaa 


3480 


gggcaggaca 


ccgtaacatt 


tgggcctgca 


3540 


agctagtgct 


cactctgacc 


ctacgtgtgc 


3600 


ctttacttaa 


acagctattt 


ttcatgtagt 


3660 


tctcttataa 


caagagcaaa 


tgtaaattgg 


3720 


gctgctgtga 


ctactccttt 


gcttcccaga 


3780 


ctaaaacact 


ttacaaatct 


gttttgagat 


3840 


ctttaaagcc 


caatgccttc 


ttgcaattta 


3900 


aaatagtctg 


tgtttctcct 


ctgactgtca 


3960 


aaattctatc 


acttgccatt 


atatttctta 


4020 


attataaaag 


tattttatga 


ctcctacata 


4080 


aaaaaaaaaa 


a 




4121 



11 



<212> DNA 

<213> Rattus norvegicus 
<400> 5 

acaaaccacc aaaccaccaa acctgtttac 
aaccactcac cccacctcac agaggtgacc 
ccctgcatcc atgagctgtg tgccctcagg 
tgtcctgttt ttatttaagg atttgaaaac 
tacttcagtg tgatggtcta atttcctgaa 
accaaacctt atgaatccga gccgaactat 
ccacatccca gtcacccagt gtttgagttt 
ggtatacaat tcatgtttct tatgcatgaa 

.sss. 

y ctatatttta gacaggtttt tattcgtgga 

J 

'43 gcttaagaat ttacgtcaca gcatttataa 

hj tgtcatataa tgtcttgagc agttaggaca 

UJ 

f s l tatgtatgta atggatagga atgtcacttt 

acttggtgta gtgccaagca tacagttggt 

l . : 

*y atttagtata ccttaagtga atggtgtagc 

01 cctctcactt tttctttcaa atcgcataat 

o 

fjj ggcgacttcg aaaagtacta aatgatcacc 

tgctttcact tgcgttctcc cacttgactg 
tctaaactcc tacgtctttc gttaacaagc 
ctgtgcttga cacaattgac aatccctttc 
ctggcttgct cctgggtctc ttccttctgg 
cagacttttc tttcttgctc taagtcactg 
catcttatct tagcttctgt tttcctgctg 
caaggactca cttcgtttgc gctcctcact 
ggttctccag ttcgctcttc tgtcttctgc 
ctactccaac atttctatca ctgtctttca 
tgtgtttatt ttcccatctc tgttggccca 
cagcctcatc cctgctacag gcagttttag 



tcagattcat 


ggattgttca 


catatgtttt 


60 


gaacccagga 


cttcagtcat 


gctgggctag 


120 


cccttgctt a 


agctcctacg 


tagacgtaga 


180 


cagtcatggg 


caccatgatt 


taacacaaaa 


240 


aat aa ttgtt 


tgttcttctt 


tcaaggaaaa 


300 


tataagcctt 


aaaataagga 


gccgcccgcc 


360 


rrrfhl - cf c c ci~ ~\~ 

S_j I— ^ ^ — - ^— - ^— " V— ' — 


tctcacctgt 


gtaatcacag 


420 




t tt ccct ct g 


taaaataacfa 


480 


d.y L- L L. L LUd. L. 


t~rr3 rr 3 rff*3 3 "t - 


3tttcfaacrtcr 


540 




i" r*3 3 3 rri" t~ 3 1~ 

v_ a. a. a y ' — i_- a. 


get cctttga 


600 


y y u uy ay a i— y 


i~rr3 r*3i~33rr3 


aaaaacaaaa 

<A. t-L v_^. ">-j ^ 4. 


660 




atattttctc 


t gt ccctaag 


720 


a 1- n t- n 3 +" t- 1" t" 


t"rr1 - "hrT3"t _ rTn'3 
<— y l uy a y u 


aagtgtatgg 


780 


LLy Ly 1— a. a. L.CL 


3t"rr1 - 3r , r*f't~3 
a i— y < — a. — * — ■ • ci 


tctccccttc 


840 


r 1 3 3 rf 


attagatcag 


cttt ctgggc 


900 


gcacagaagc 


cagccctttg 


aaaccctcac 


960 


tccctgtgt c 


ctctgtct ct 


ccaaggaagg 


1020 


agtttaattt 


ttaagaaat c 


ttaacttttc 


1080 


V l_ CI CI V-4 W ^— ' V— 


accact ctgc 


gtccttgtat 


1140 


t ct cttcatg 


taaccgaaat 


attaattccc 


1200 


gaccatactc 


ttgtgtaatt 


tecatgeagt 


1260 


cggtcacttg 


gctacctgtt 


gccacgtctt 


1320 


tggttagttt 


cagaacatta 


cactgttcaa 


1380 


ctgactatcg 


gtgtctacgt 


tetgetgett 


1440 


atttttatta 


cagttactca 


aaggatttcc 


1500 


gattaccgaa 


ttgggctttc 


tagaagcatt 


1560 


gagctttttg 


gtgagagtct 


ctgcttggta 


1620 



12 




tctaagaccc tcctcttgtg tttgccactc 
agaagtccag agttgtagcc ctccagacct 
taggcttctt ctgggaaact ccatgcgttc 
ccttcctttg gtcaccatta tagttgcaac 
atattttatt ttttaaagtg tcctttacta 
aacttcattc atttggcatc tctatagcat 
ttgaataaat tgcttcacat gacagctgtt 
tgcaaaacgg gggggaaaa 

<210> 6 

<211> 1987 

£ <212> DNA 

^1 <213> Rattus norvegicus 

<4 0 0> 6 

jM ctcgagagct ccgccatggc cgctctcacc 

f 5 I 

I - 1 tggtaccgcg agcaccgctc cgagctgaac 

yj 

cgcttcaacc acttcagctt gaccctcaac 

tccaagaacc tggtgacgga ggacgtgatg 

O ggcgtggagg ccgcccggga gcggatgttc 

O cgagccgtgc tgcacgtggc tctgcggaac 

m 

aaggatgtga tgccagaggt caacaaggtt 
gtccggagcg gtgactggaa ggggtacaca 
ggcattgtcg gctccgacct gggacccctc 
tcaggaggtc cccgcgtctg gtatgtctcc 
ctggcccagc tgaacccgga gtcctccctg 
caggagacca tcacgaatgc agagacggcg 
ccttctgcag tggcgaagca ctttgttgcc 
tttggaattg accctcaaaa catgttcgag 
ctgtggtcgg ccatcggact ctccattgcc 
ctgctctcgg gggctcactg gatggaccag 
gcccccgtct tgctggccct gctgggtatc 
cacgccatgc tgccctatga ccagtacctg 




tgctctgata agagtgttaa agagttttcc 1680 

tcgtagacac catatttgca tggagagccc 1740 

ttgagactct gtgacattaa ttaccctggc 1800 

ctacctctat tgaatcactt attgtactgt 1860 

gaatgtgagc tcctcagggg caggcaaaga 1920 

aatgtttggt atatgagcat ttaataaatg 1980 

cctcatggcg ggcgtcttca ctgcctttgt 2040 

2059 



cgggaccccc agttccagaa gctgcagcaa 60 

ctgcgccgcc tcttcgatgc caacaaggac 120 

accaaccatg ggcatatcct ggtggattac 180 

cggatgctgg tggacttggc caagtccagg 240 

aatggtgaga agatcaacta caccgagggt 300 

cggtcaaaca cacccatcct ggtagacggc 360 

ctggacaaga tgaagtcttt ctgccagcgt 420 

ggcaagacca tcacggacgt catcaacatt 480 

atggtgactg aagcccttaa gccatactct 540 

aacattgatg gaactcacat tgccaaaacc 600 

ttcatcattg cctccaagac ctttactacc 660 

aaggagtggt ttctccaggc ggccaaggat 720 

ctgtctacta acacaaccaa agtgaaggag 780 

ttctgggatt gggtgggagg acgctactcg 840 

ctgcacgtgg gttttgacaa cttcgagcag 900 

cacttccgca cgacgcccct ggagaagaac 960 

tggtacatca actgctttgg gtgtgagaca 1020 

caccgctttg ctgcgtactt ccagcagggc 1080 



13 



# 



\1 | 



gacatggagt ccaatgggaa atacatcacc aaatctggaa cccgtgtgga ccaccagaca 1140 

ggccccattg tgtgggggga gccagggacc aatggccagc atgcttttta ccagctcatc 1200 

caccaaggca ccaagatgat accctgtgac ttcctcatcc cggtccagac ccagcacccc 1260 

atacggaagg gtctgcatca caagatcctc ctggccaact tcttggccca gacagaggcc 1320 

ctgatgaggg gaaaatcgac ggaggaggcc cgaaaggagc tccaggctgc gggcaagagt 1380 

ccagaggacc ttgagaggct gctgccacat aaggtctttg aaggaaatcg cccaaccaac 1440 

tctattgtgt tcaccaagct cacaccattc atgcttggag ccttggtcgc catgtatgag 1500 

cacaagatct tcgttcaggg catcatctgg gacatcaaca gctttgacca gtggggagtg 1560 

gagctgggaa agcagctggc taagaaaata gagcctgagc ttgatggcag tgctcaagtg 1620 
acctctcacg acgcttctac caatgggctc atcaacttca tcaagcagca gcgcgaggcc 



<210> 7 

<211> 464 

<212> PRT 

<213> Rattus norvegicus 

<400> 7 

Met Gly Arg Gly Trp Gly Leu Leu Val Gly Leu Leu Gly Val Val Trp 

1 " 5 10 15 



Leu Leu Arg Ser Gly Gin Gly Glu Glu Gin Gin Gin Glu Thr Ala Ala 
20 25 30 



Gin Arg Cys Phe Cys Gin Val Ser Gly Tyr Leu Asp Asp Cys Thr Cys 
35 40 45 



Asp Val Glu Thr lie Asp Lys Phe Asn Asn Tyr Arg Leu Phe Pro Arg 
50 55 60 



Leu Gin Lys Leu Leu Glu Ser Asp Tyr Phe Arg Tyr Tyr Lys Val Asn 



1680 



Q agagtccaat aaactcgtgc tcatctgcag cctcctctgt gactcccctt tctcttctcg 1740 



tccctcctcc ccggagccgg cactgcatgt tcctggacac cacccagagc accctctggt 1800 

y tgtgggcttg gaccacgagc ccttagcagg gaaggctggt ctcccccagc ctaaccccca 1860 

gcccctccat gtctatgctc cctctgtgtt agaattggct gaagtgtttt tgtgcagctg 1920 

acttttctga cccatgttca cgttgttcac atcccatgta gaaaaacaaa gatgccacgg 1980 
aggaggt 



1987 
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III 



65 70 75 80 



Leu Arg Lys Pro Cys Pro Phe Trp Asn Asp He Asn Gin Cys Gly Arg 
85 90 95 



Arg Asp Cys Ala Val Lys Pro Cys His Ser Asp Glu Val Pro Asp Gly 
100 105 HO 



He Lys Ser Ala Ser Tyr Lys Tyr Ser Lys Glu Ala Asn Leu Leu Glu 
115 120 125 



Glu Cys Glu Pro Ala Glu Arg Leu Gly Ala Val Asp Glu Ser Leu Ser 
130 135 140 



Glu Glu Thr Gin Lys Ala Val Leu Gin Trp Thr Lys His Asp Asp Ser 
145 150 155 160 



Ser Asp Ser Phe Cys Glu Val Asp Asp He Gin Ser Pro Asp Ala Glu 
165 170 175 



Tyr Val Asp Leu Leu Leu Asn Pro Glu Arg Tyr Thr Gly Tyr Lys Gly 
L ~ 180 185 190 

2 

C5 Pro Asp Ala Trp Arg He Trp Ser Val He Tyr Glu Glu Asn Cys Phe 

m 195 200 205 



Lys Pro Gin Thr Phe Gin Arg Pro Leu Ala Ser Gly Gin Gly Lys His 
210 215 220 



Lys Glu Asn Thr Phe Tyr Ser Trp Leu Glu Gly Leu Cys Val Glu Lys 

225 230 235 240 

Arg Ala Phe Tyr Arg Leu He Ser Gly Leu His Ala Ser He Asn Val 

245 250 255 



His Leu Ser Ala Arg Tyr Leu Leu Gin Asp Asn Trp Leu Glu Lys Lys 
260 265 270 



Trp Gly His Asn Val Thr Glu Phe Gin Gin Arg Phe Asp Gly Val Leu 
275 280 285 



Thr Glu Gly Glu Gly Pro Arg Arg Leu Lys Asn Leu Tyr Phe Leu Tyr 
290 295 300 



15 



Leu lie Glu Leu Arg Ala Leu Ser Lys Val Leu Pro Phe Phe Glu Arg 
305 310 315 320 



Pro Asp Phe Gin Leu Phe Thr Gly Asn Lys Val Gin Asp Val Glu Asn 
325 330 335 



Lys Glu Leu Leu Leu Glu lie Leu His Glu Val Lys Ser Phe Pro Leu 
340 345 350 



His Phe Asp Glu Asn Ser Phe Phe Ala Gly Asp Lys Asn Glu Ala His 
355 360 365 

Lys Leu Lys Glu Asp Phe Arg Leu His Phe Arg Asn He Ser Arg He 
37 0 375 380 

=._i 

Q Met Asp cys Val Gly Cys Phe Lys Cys Arg Leu Trp Gly Lys Leu Gin 

Cl 385 * 390 395 400 

i 

§"* 

Ui 

iii Thr Gin Gly Leu Gly Thr Ala Leu Lys He Leu Phe Ser Glu Lys Leu 

405 410 415 



H He Ala Asn Met Pro Glu Ser Gly Pro Ser Tyr Glu Phe Gin Leu Thr 

W 420 425 430 



ru 



Arg Gin Glu He Val Ser Leu Phe Asn Ala Phe Gly Arg He Ser Thr 
435 440 445 



Ser Val Arg Glu Leu Glu Asn Phe Arg His Leu Leu Gin Asn Val His 
450 455 460 



<210> 8 
<211> 558 
<212> PRT 

<213> Rattus norvegicus 
<400> 8 

Met Ala Ala Leu Thr Arg Asp Pro Gin Phe Gin Lys Leu Gin Gin Trp 
15 10 15 



Tyr Arg Glu His Arg Ser Glu Leu Asn Leu Arg Arg Leu Phe Asp Ala 
20 ^ 25 30 



Asn Lys Asp Arg Phe Asn His Phe Ser Leu Thr Leu Asn Thr Asn His 
35 40 45 



16 



hi 

~~:r 



Gly His lie Leu Val Asp Tyr Ser Lys Asn Leu Val Thr Glu Asp Val 
50 55 60 



Met Arg Met Leu Val Asp Leu Ala Lys Ser Arg Gly Val Glu Ala Ala 
65 70 75 30 



Arg Glu Arg Met Phe Asn Gly Glu Lys lie Asn Tyr Thr Glu Gly Arg 
85 90 95 



Ala Val Leu His Val Ala Leu Arg Asn Arg Ser Asn Thr Pro He Leu 
100 105 110 



Val Asp Gly Lys Asp Val Met Pro Glu Val Asn Lys Val Leu Asp Lys 
115 ^ 120 125 



Met Lys Ser Phe Cys Gin Arg Val Arg Ser Gly Asp Trp Lys Gly Tyr 
130 135 140 



Thr Gly Lys Thr He Thr Asp Val lie Asn He Gly He Val Gly Ser 
145 " " 150 155 160 



W Asp Leu Gly Pro Leu Met Val Thr Glu Ala Leu Lys Pro Tyr Ser Ser 

165 170 175 

Gly Gly Pro Arg Val Trp Tyr Val Ser Asn He Asp Gly Thr His He 
180 185 190 

Ala Lys Thr Leu Ala Gin Leu Asn Pro Glu Ser Ser Leu Phe He He 
195 200 205 

Ala Ser Lys Thr Phe Thr Thr Gin Glu Thr He Thr Asn Ala Glu Thr 
210 215 220 

Ala Lys Glu Trp Phe Leu Gin Ala Ala Lys Asp Pro Ser Ala Val Ala 
225 230 235 240 

Lys His Phe Val Ala Leu Ser Thr Asn Thr Thr Lys Val Lys Glu Phe 
245 250 255 

Gly He Asp Pro Gin Asn Met Phe Glu Phe Trp Asp Trp Val Gly Gly 
260 265 270 



17 



Arg Tyr Ser Leu Trp Ser Ala lie Gly Leu Ser lie Ala Leu His Val 

275 280 285 



Gly Phe Asp Asn Phe Glu Gin Leu Leu Ser Gly Ala His Trp Met Asp 
290 295 300 



Gin His Phe Arg Thr Thr Pro Leu Glu Lys Asn Ala Pro Val Leu Leu 
305 310 315 320 



Ala Leu Leu Gly lie Trp Tyr lie Asn Cys Phe Gly Cys Glu Thr His 
325 330 335 



Ala Met Leu Pro Tyr Asp Gin Tyr Leu His Arg Phe Ala Ala Tyr Phe 
340 345 350 



Q Gin Gin Gly Asp Met Glu Ser Asn Gly Lys Tyr lie Thr Lys Ser Gly 

O 355 360 365 



bj Thr Arg Val Asp His Gin Thr Gly Pro lie Val Trp Gly Glu Pro Gly 

HI 370 375 380 

W 

Thr Asn Gly Gin His Ala Phe Tyr Gin Leu lie His Gin Gly Thr Lys 
O 385 390 395 400 



0*1 Met lie Pro Cys Asp Phe Leu lie Pro Val Gin Thr Gin His Pro lie 

P! 405 410 415 

fit 

Arg Lys Gly Leu His His Lys lie Leu Leu Ala Asn Phe Leu Ala Gin 
420 425 430 



Thr Glu Ala Leu Met Arg Gly Lys Ser Thr Glu Glu Ala Arg Lys Glu 
435 440 445 



Leu Gin Ala Ala Gly Lys Ser Pro Glu Asp Leu Glu Arg Leu Leu Pro 
450 455 460 



His Lys Val Phe Glu Gly Asn Arg Pro Thr Asn Ser lie Val Phe Thr 
465 470 475 480 



Lys Leu Thr Pro Phe Met Leu Gly Ala Leu Val Ala Met Tyr Glu His 
485 490 495 



Lys lie Phe Val Gin Gly He He Trp Asp He Asn Ser Phe Asp Gin 
500 505 510 



18 



# 



W 



Trp Gly Val Glu Leu Gly Lys Gin Leu Ala Lys Lys lie Glu Pro Glu 
515 520 525 



Leu Asp Gly Ser Ala Gin Val Thr Ser His Asp Ala Ser Thr Asn Gly 
530 535 54 0 



Leu lie Asn Phe lie Lys Gin Gin Arg Glu Ala Arg Val Gin 

555 



545 




550 


<210> 


9 




<211> 


229 




<212> 


PRT 




<213> 


Rattus 


norvegicus 


<400> 


9 





Q Met Pro Ser Leu Trp Asp Arg Phe Ser Ser Ser Ser Ser Ser Ser Ser 



15 10 15 



Ser Ser Arg Thr Pro Ala Ala Asp Arg Pro Pro Arg Ser Ala Trp Gly 
20 25 30 



Bf Ser Ala Ala Arg Glu Glu Gly Leu Asp Arg Cys Ala Ser Leu Glu Ser 

LiJ 35 4 0 4 5 



Ser Asp Cys Glu Ser Leu Asp Ser Ser Asn Ser Gly Phe Gly Pro Glu 
50 " 55 60 



Glu Asp Ser Ser Tyr Leu Asp Gly Val Ser Leu Pro Asp Phe Glu Leu 
65 70 75 80 



Leu Ser Asp Pro Glu Asp Glu His Leu Cys Ala Asn Leu Met Gin Leu 
85 90 95 



Leu Gin Glu Ser Leu Ser Gin Ala Arg Leu Gly Ser Arg Arg Pro Ala 
100 105 110 



Arg Leu Leu Met Pro Ser Gin Leu Leu Ser Gin Val Gly Lys Glu Leu 
115 120 125 



Leu Arg Leu Ala Tyr Ser Glu Pro Cys Gly Leu Arg Gly Ala Leu Leu 
130 135 140 



Asp Val Cys Val Glu Gin Gly Lys Ser Cys His Ser Val Ala Gin Leu 



19 



a 



w 

I : : 

. : 

a 



145 150 155 160 



Ala Leu Asp Pro Ser Leu Val Pro Thr Phe Gin Leu Thr Leu Val Leu 
165 170 175 



Arg Leu Asp Ser Arg Leu Trp Pro Lys lie Gin Gly Leu Leu Ser Ser 
180 185 190 



Ala Asn Ser Ser Leu Val Pro Gly Tyr Ser Gin Ser Leu Thr Leu Ser 
195 200 205 



Thr Gly Phe Arg Val lie Lys Lys Lys Leu Tyr Ser Ser Glu Gin Leu 
210 215 220 



Leu lie Glu Glu Cys 



225 




<210> 


10 


<211> 


232 


<212> 


PRT 


<213> 


Homo 


<400> 


10 



Met Pro Ser Leu Trp Asp Arg Phe Ser Ser Ser Ser Thr Ser Ser Ser 
15 10 15 



Pro Ser Ser Leu Pro Arg Thr Pro Thr Pro Asp Arg Pro Pro Arg Ser 

20 25 30 



Ala Trp Gly Ser Ala Thr Arg Glu Glu Gly Phe Asp Arg Ser Thr Ser 
35 40 45 



Leu Glu Ser Ser Asp Cys Glu Ser Leu Asp Ser Ser Asn Ser Gly Phe 
50 " 55 60 



Gly Pro Glu Glu Asp Thr Ala Tyr Leu Asp Gly Val Ser Leu Pro Asp 
65 L 70 75 80 



Phe Glu Leu Leu Ser Asp Pro Glu Asp Glu His Leu Cys Ala Asn Leu 
85 90 95 



Met Gin Leu Leu Gin Glu Ser Leu Ala Gin Ala Arg Leu Gly Ser Arg 
100 105 110 



20 



Arg Pro Ala Arg Leu Leu Met Pro Ser Gin Leu Val Ser Gin Val Gly 
115 120 125 



Lys Glu Leu Leu Arg Leu Ala Tyr Ser Glu Pro Cys Gly Leu Arg Gly 
130 135 140 



Ala Leu Leu Asp Val Cys Val Glu Gin Gly Lys Ser Cys His Ser Val 
145 150 155 160 



Gly Gin Leu Ala Leu Asp Pro Ser Leu Val Pro Thr Phe Gin Leu Thr 
165 170 175 



Leu Val Leu Arg Leu Asp Ser Arg Leu Trp Pro Lys lie Gin Gly Leu 
180 185 190 

Q Phe Ser Ser Ala Asn Ser Pro Phe Leu Pro Gly Phe Ser Gin Ser Leu 

Q 195 200 205 



Thr Leu Ser Thr Gly Phe Arg Val lie Lys Lys Lys Leu Tyr Ser Ser 
210 215 220 



Glu Gin Leu Leu lie Glu Glu Cys 

Q 225 230 

Id 



<210> 11 

<211> 864 

<212> PRT 

<213> Rattus norvegicus 
<220> 

<221> mis c_f eature 

<222> (307) . . (307) 

<223> Xaa is unknown 



<220> 

<221> misc__f eature 

<222> (310) . . (310) 

<223> Xaa is unknown 



<220> 

<221> misc_f eature 

<222> (312) . . (312) 

<223> Xaa is unknown 



<220> 

<221> mi sc_f eature 
<222> (316) . . (316) 
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<223> 



Xaa is unknown 



<220> 

<221> misc_f eature 

<222> (320) . . (320) 

<223> Xaa is unknown 



<220> 

<221> mi sc_f eature 

<222> (345) . . (346) 

<223> Xaa is unknown 



<220> 

<221> misc_feature 

<222> (348) . . (348) 

<223> Xaa is unknown 



<220> 

<221> misc_f eature 

<222> (503) . . (503) 

<223> Xaa is unknown 



<220> 

<221> mis c_f eature 

<222> (599) . . (599) 

<223> Xaa is unknown 



<220> 

<221> mis c_f eature 

<222> (608) . . (609) 

<22 3> Xaa is unknown 



<400> 11 



Met Ala Met Pro Leu Ser Arg Lys Asp Pro Thr Ser Asn Ala Ala Asp 
1 5 10 15 



Gly Pro Leu Leu Lys Ala Ser Val Ser Ser Pro Val Lys Ala Ser Ser 
20 25 30 



Ser Pro Val Arg Ser Ala Pro Phe lie Thr Arg Asn Cys Glu Val Gin 
35 40 45 



Ser Pro Glu Leu Leu His Lys Thr Val Ser Pro Leu Lys Thr Glu Val 
50 55 60 



Leu Lys Pro Cys Glu Lys Pro Thr Leu Ser Gin Ala Leu Gin Pro Lys 
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65 70 75 80 



Glu Gly Ala Asn Lys Glu Val Cys Leu Gin Ser Gin Ser Lys Asp Lys 
85 90 ~ 95 



Leu Ala Thr Pro Gly Gly Arg Gly lie Lys Pro Phe Leu Glu Arg Phe 
100 105 110 



Gly Glu Arg Cys Gin Glu His Ser Lys Glu Ser Pro Thr Cys Arg Ala 
115 120 125 



Phe His Arg Thr Pro Asn lie Thr Pro Asn Thr Lys Ala lie Gin Glu 
130 135 140 



j»* Arg Leu Phe Lys Gin Asn Thr Cys Phe lie Tyr Tyr Pro Asn Leu Ala 

D 145 150 155 160 



las:- 



Gin Gin Leu Lys Gin Glu Arg Glu Lys Glu Leu Ala Cys Leu Arg Gly 
165 170 ~ 175 



Arg Phe Asp Lys Gly Ser Leu Trp Ser Ala Glu Lys Asp Glu Lys Ser 
180 185 190 



Arg Ser Lys Gin Leu Glu Thr Asn Arg Lys Phe Thr Val Arg Thr Leu 
195 200 205 



Pro Ser Arg Asn Thr Lys Leu Ser Gin Gly Thr Pro Ser Thr Ser Val 
210 215 220 



Ser Asp Lys Val Ala Glu Thr Pro Thr Ala Val Lys lie Ser Gly Thr 
225 230 235 ~ 240 



Glu Pro Ala Gly Ser Thr Glu Ser Glu Met Thr Lys Ser Ser Pro Leu 
245 250 " 255 



Lys lie Thr Leu Phe Leu Glu Glu Glu Lys Ser Leu Lys Val Ala Ser 
260 265 270 



Asp Pro Glu Val Glu Gin Lys Thr Glu Ala Val His Glu Val Glu Met 
275 280 285 



Ser Val Asp Asp Glu Asp lie Asn Ser Ser Lys Ser Leu Thr Thr Ser 
290 295 300 
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Ser Val Xaa Ser Leu Xaa Glu Xaa Gly Thr Gly Xaa Trp Lys Arg Xaa 
305 310 315 ~ "* 320 



Lys Glu Glu Met Asp Gin Val Gly Asn Gly Lys Gin Arg Gly Ala Gly 
325 330 ~ 335 



Arg Cys Ala Glu Tyr Leu Leu Asn Xaa Xaa Thr Xaa Ser Arg Trp Leu 
340 345 350 



Arg Arg Phe Gly Val Val Asn Leu Gin Asn Val lie Ser Ser Pro Glu 
355 360 365 



Leu Glu Leu Arg Asp Tyr Ser Leu Ser Ala Pro Ser Pro Lys Pro Gly 
370 375 380 



Lys Phe Gin Arg Thr Arg Val Pro Arg Ala Glu Ser Gly Asp Ser Leu 
385 390 395 ~ * 400 



Ser Ser Glu Asp Arg Asp Leu Leu Tyr Ser lie Asp Ala Tyr Arg Ser 
405 410 415 



Gin Arg Phe Lys Glu Thr Glu Arg Pro Ser lie Lys Gin Val lie Val 
420 425 430 



Arg Lys Glu Asp Val Thr Ser Lys Leu Ser Glu Lys Asn Gly Val Phe 
435 440 " 445 



Ser Gly Gin Val Asn lie Lys Gin Lys Met Gin Glu Leu Asn Asn Asp 
450 455 460 



lie Asn Leu Gin Gin Thr Val lie Tyr Gin Ala Ser Gin Ala Leu Asn 
465 470 475 480 



Cys Cys Val Asp Glu Glu His Gly Lys Gly Ser Leu Glu Glu Ala Glu 
485 490 495 



Ala Glu Arg Leu Phe Leu Xaa Ala Thr Glu Lys Arg Ala Leu Leu lie 
500 505 510 



Asp Glu Leu Asn Lys Leu Lys Ser Glu Gly Pro Gin Arg Arg Asn Lys 
515 520 525 



Thr Ala Val Ala Ser Gin Ser Gly Phe Ala Pro Cys Lys Gly Ser Val 
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530 535 540 



Thr Leu Ser Glu lie Cys Leu Pro Leu Lys Ala Glu Phe Val Cys Ser 
545 550 555 "~ 560 



Thr Ala Gin Lys Pro Glu Ser Ser Asn Tyr Tyr Tyr Leu lie Met Leu 
565 570 575 



Lys Ala Gly Ala Glu Gin Met Val Ala Thr Pro Leu Ala Ser Thr Ala 
580 585 590 



Thr Leu Leu Val Val Met Xaa Leu Thr Phe Pro Thr Thr Leu Pro Xaa 
595 600 605 



Xaa Asp Val Ser Asn Asp Phe Glu lie Asn Val Glu Val Tyr Ser Leu 
610 615 620 



Val Gin Lys Lys Asp Ser Leu Arg Pro Glu Lys Lys Lys Lys Ala Ser 
625 630 635 640 



Lys Phe Lys Ala lie Thr Pro Lys Arg Leu Leu Thr Ser lie Thr Ser 
645 650 655 



Q Lys Ser Ser Leu His Ala Ser Val Met Ala Ser Pro Gly Gly Leu Ser 

m 660 665 670 



Ala Val Arg Thr Ser Asn Phe Thr Leu Val Gly Ser His Thr Leu Ser 
675 680 685 



Leu Ser Ser Val Gly Asp Thr Lys Phe Ala Leu Asp Lys Val Pro Phe 
690 695 700 



Leu Ser Pro Leu Glu Gly His lie Cys Leu Lys lie Ser Cys Gin Val 
705 710 715 " 720 



Asn Ser Ala Val Glu Glu Lys Gly Phe Leu Thr lie Phe Glu Asp Val 
725 730 735 



Ser Gly Phe Gly Ala Trp His Arg Arg Trp Cys Val Leu Ser Gly Asn 
740 745 750 



Cys lie Ser Tyr Trp Thr Tyr Pro Asp Asp Glu Arg Arg Lys Asn Pro 
755 760 765 
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lie Gly Arg lie Asn Leu Ala Asn Cys lie Ser His Gin lie Glu Pro 
770 775 780 



Ala Asn Arg Glu Phe Cys Ala Arg Arg Asn Thr Leu Glu Leu lie Thr 
785 790 795 800 



Val Arg Pro Gin Arg Glu Asp Asp Arg Glu Thr Leu Val Ser His Val 
805 810 815 



Glu Thr His Ser Val Ser Pro Lys Asn Trp Leu Ser Ala Asp Thr Lys 
820 825 830 



Glu Glu Arg Asp Leu Trp Met Gin Lys Leu Asn Gin Val lie Val Asp 
835 840 845 



lie Arg Leu Trp Gin Pro Asp Ala Cys Tyr Lys Pro Val Gly Lys Pro 
850 855 860 



